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□ l: BQ072384. AGENCOURT_6838696...[gi:19901430] 



Links 



IDENTIFIERS 

dbEST Id: 

EST name : 
GenBank Acc ; 
GenBank gi : 



11922326 

AGENCOURT_6 83 86 96 

BQ072384 

19901430 



CLONE INFO 

Clone Id: 
Plate: 
DNA type : 

PRIMERS 

PolyA Tail : 

SEQUENCE 



Quality: 

Entry Created; 
Last Updated: 

COMMENTS 



LIBRARY 

Lib Name : 
Organism : 
Organ : 
Lab host: 
Vector : 
R. Site 1: 



IMAGE:5761537 (5 ' ) 
LLAM12810 Row: f Column: 
CDNA 



Unknown 



02 



GCTTTGGCCCTGCGGCTGCTACCGTCGCCGCGGAGAAATTGTTGGATCTGGCAGTCTAGG 

AATGAATCTCCTCTCAGCCTTTAAGCTCACCTGGTCAGAATCCTTGGATGAGCCTGTGGG 

ACCGTTCCTCCTAGCCCGGTGGTTTGGAACCAGTGGCTTTGGGACTGTAAGAGGATGGAC 

AAAGATTCTCAGGGGCTGCTAGATTCATCCCTGATGGCATCAGGCACTGCCAGCCGCTCA 

GAGGATGAGGAGTCACTGGCAGGGCAGAAAGCGAGCCTCCTCCCAGCCTTGGGCACCATC 

CCTAAACGGAGAAAGCTCCTCCCAGGTCATCAAGAGGAAAAGTTCGATGATGAGCTGTGG 

GAAAGCAGCCTGGCAAAATCTTCTACCCCGGGCAAAAGGGGGGCCAATGGGGGGGGAAAC 

CGGGGGCTGTTTGGGGGAGGAAACCCCCCTCCGTGGAAAAAAAAAAGGTTTCCCAAAGCC 

CCCCAGCCCTCCTTGGGCCCCCCAAGCCCAGCCCCCAGCCCCCGGGGACTTCCCCCAAGG 

GGGGGGGAAAAAAAGTTTTACCCCCCCCCCTTTGGGGGGGGACCCCAAGAGATTTTGGGG 

CCCCCTTTGAAAACCCCCCCAAAAAAAAACCCCCCCGGGGCCCCAAAAAAGAGCGGGGGG 

GTTTTTAAAAAAAAACAAAAACCCCTGGGAGCCTCCGGGGCACCAACCTGGGGGGGGGGG 

GAGAAAATTTATAGAGGGGGGGGGCTTTTTTCCCCCCCCCTTTTGGGGGGGGGGGGCCCC 

CAAAAAGAAGTTTTGTTTTAAAACCCCCCTGGTTTTTATAAAAAAATAAACCGGGGGGCT 

CCCCCCCCCCAAAAATTGGGGGGGCCCTTTCTGTTGGGGCGTTTTTTAAGAGGGGGAGTT 

TTTTTTTCCCCCCCCCCCAAAGAGGGGGTTTTTTTTTT 

High quality sequence stops at base: 232 

Mar 28 2002 
Apr 2 2002 



Tissue Procurement: Life Technologies, Inc. 

cDNA Library Preparation: Life Technologies, Inc. 

cDNA Library Arrayed by: The I.M.A.G.E. Consortium (LLNL) 

DNA Sequencing by: Agencourt Bioscience Corporation 

Clone distribution: MGC clone distribution information can 

be found through the I.M.A.G.E. Consort ium/LLNL at: 

h t t p : //ima g e . l lnl .g ov 



NIH_MGC_JL2 2 

Homo s a piens 

pooled lung and spleen 

DH10B 

pCMV-SPORT6 
NotI 
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R. Site 2: 
Description : 



EcoRV (destroyed) 

RNA source anonymous pool of 24 week female lung, 16 week 
female spleen, and 20-22 week male spleens. Library is 
oligo-dT primed and directionally cloned (EcoRV site is 
destroyed upon cloning). Average insert size 1.4kb, insert 
size range 1-3 kb . Library is normalized and enriched for 
full-length clones and was constructed by C. Gruber 
(Invitrogen) . Research Genetics tracking code 026. Note: 
this is a NIH_MGC Library. 



SUBMITTER 

Name : 
E-mail : 



Robert Strausberg, Ph.D. 

cgapbs~ r@m a il . nih .go v 



CITATIONS 

Title : 

Authors : 

Year: 

Status : 



National Institutes of Health, Mammalian Gene Collection 
(MGC) 

NIH-MGC ht t p : //m g c .nci .nih . g ov/ 

.1999 - ""- """" _ '. 1 7. 7. . . _ 

Unpublished 
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□ l: AX026112. Sequence 24 from ...[gi: 10187543] 

LOCUS AX026112 20 bp DNA linear PAT 16-SEP-2000 

DEFINITION Sequence 24 from Patent DE19847779. 
ACCESSION AX026112 

VERSION AX026112.1 GI: 10187543 

KEYWORDS 

SOURCE Homo sapiens (human) 

- - ORGAN I-SM - Homo -sapiens _ . _ _ _ - ... . ._ _ _ 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 

Mueller-Schilling, M. , Krammer,P. and Oren,M. 

Novel receptor dna useful for identifying apoptosis -modulating 
substances potentially useful for cancer chemotherapy 
Patent: DE 19847779-C 24 03-FEB-2000; 
DEUTSCHES KREBSFORSCH (DE) 

Location/Qualifiers 
1. .20 

/organism="Homo sapiens" 

/db_xref = 11 1 axon: 960 6" 
BASE COUNT 7a 7c 5g It 

ORIGIN 

1 ggacaagccc tgacaagcca 

// 



Links 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 
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□ l: AX026098. Sequence 10 from ...[gi: 101 87529] 



Links 



PAT 16-SEP-2000 



LOCUS AX02 60 9 8 2 0 bp DNA linear 

DEFINITION Sequence 10 from Patent DE19847779. 
ACCESSION AX026098 

VERSION AX026098.1 GI:10187529 

KEYWORDS 

SOURCE Homo sapiens (human) 

- - ORGANISM- ■ Homo sapiens- - - - - - - . .. _ _ _ . _._ . _ 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini ; Hominidae; Homo. 
1 

Mueller-Schilling,M. , Krammer,P. and Oren,M. 

Novel receptor dna useful for identifying apoptosis -modulating 
substances potentially useful for cancer chemotherapy 
Patent: DE 19847779-C 10 03-FEB-2000; 
DEUTSCHES KREBSFORSCH (DE) 

Location/Qualifiers 
1. .20 

/organism="Homo sapiens" 

/db_xref = M taxon: 9606" 
BASE COUNT 7a 7c 5g It 

ORIGIN 

1 ggacaagccc tgacaagcca 

// 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 
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□ l: AX026093. Sequence 5 from P...[gi: 101 87524] 

LOCUS AX026093 20 bp DNA linear PAT 16-SEP-2000 

DEFINITION Sequence 5 from Patent DE19847779. 
ACCESSION AX026093 

VERSION AX026093.1 GI:10187524 

KEYWORDS 

SOURCE Homo sapiens (human) 

ORGANISM "Hom o sapiens ----- - - - - _ _ _ 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 

Mueller-Schilling, M. , Krammer,P. and Oren,M. 

Novel receptor dna useful for identifying apoptosis -modulating 
substances potentially useful for cancer chemotherapy 
Patent: DE 19847779-C 5 03-FEB-2000; 
DEUTSCHES KREBSFORSCH (DE) 

Location/Qualifiers 
1. .20 

/organism= n Homo sapiens" 
/db_xref ^"taxon: 9606" 
BASE COUNT 7a 7c 5g It 

ORIGIN 

1 ggacaagccc tgacaagcca 

// 
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REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 
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CJl: AX026120. Sequence 32 from ...[gi: 10187551] 



Links 



LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 
- 'ORGANISM 



AX026120 266 bp DNA 

Sequence 32 from Patent DE19847779. 
AX026120 

AX026120.1 GI:10187551 



linear PAT 16-SEP-2000 



Craniata ; Vertebrata ; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



Homo sapiens (human) 

Homo- sapiens- - ■ - 

Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
REFERENCE 1 

AUTHORS Mueller-Schilling, M. , Krammer,P. and Oren,M. 

TITLE Novel receptor dna useful for identifying apoptosis-modulating 

substances potentially useful for cancer chemotherapy 
JOURNAL Patent: DE 19847779-C 32 03-FEB-2000; 
DEUTSCHES KREBSFORSCH (DE) 
FEATURES Location/Qualifiers 
source l . .266 

/organism= "Homo sapiens" 
/db_xref =" taxon: 960 6" 
BASE COUNT 49 a 72 C 110 g 35 t 

ORIGIN 

1 gatcccgctg ggcaggcggg gcagctccgg cgctcctcgg agaccactgc gctccacgtt 
61 gaggtgggcg tggggggcgg acaggaattg aagcggaagt ctgggaagct ttagggtcgc 
121 tggaggggga ccccggttgg agagaggagc ggaactcctg gacaagccct gacaagccaa 
181 gccaaaggtc cgctccggcg cgggtgggtg agtgcgcgcc gccccgcggg ggcggggaga 
241 gagcctgcag ccttcagaac agatat 

// 
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Lll: AJ01 1034. Homo sapiens DNA ...[gi:4 165483] 



Links 



LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
• SOURCE 
- ORGANISM 



REFERENCE 
AUTHORS 



TITLE 

JOURNAL 
MEDLINE 
PUBMED 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



HSA011034 266 bp DNA linear PRI 20-JAN-1999 

Homo sapiens DNA for enhancer of CD95 gene, partial. 

AJ011034 

AJ011034.1 GI:4165483 
CD95 gene; enhancer. 
Homo sapiens (human) 

Homo sapiens — ...„.__ 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
1 

Mueller, M., Wilder, S., Bannasch,D., Israeli, D., Lehlbach, K. , 
Li-Weber, M., Friedman, S . L . , Galle,P.R., Stremmel , W. , Oren,M. and 
Krammer , P .H. 

p53 activates the CD95 (APO-l/Fas) gene in response to DNA damage 
by anticancer drugs 
J. Exp. Med. 188 (11) 
99059827 
9841917 

2 (bases 1 to 266) 

Mueller , M . 

Direct Submission 

Submitted (08 -SEP- 1998 ) Mueller M. , Department of Internal Medicine 
IV, University Hospital, Bergheimerstr . 58, Heidelberg, 69115, 
GERMANY 

Location/Qualif iers 
1. .266 

/organism="Homo sapiens" 
/db xref = M taxon: 9606" 



2033-2045 (1998) 



gene 

enhancer 



49 a 



159. . 178 
/gene="CD95" 
159. . 178 
/gene= n CD95 n 
/evidence=experimental 
72 c 110 g 



35 t 



BASE COUNT 
ORIGIN 

1 gatcccgctg ggcaggcggg gcagctccgg cgctcctcgg agaccactgc gctccacgtt 

61 gaggtgggcg tggggggcgg acaggaattg aagcggaagt ctgggaagct ttagggtcgc 

121 tggaggggga ccccggttgg agagaggagc ggaactcctg gacaagccct gacaagccaa 

181 gccaaaggtc cgctccggcg cgggtgggtg agtgcgcgcc gccccgcggg ggcggggaga 

241 gagcctgcag ccttcagaac agatat 

// 
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□ l: AX026092. Sequence 4 from P...[gi: 101 87523] 



Links 



LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM" 



AX026092 
Sequence 
AX026092 
AX026092 , 



2827 bp 
4 from Patent DE19847779, 

1 GI:10187523 



DNA 



linear PAT 16-SEP-2000 



Homo sapiens (human) 
Homo ~s ap i en s 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 

AUTHORS Mueller-Schilling, M. , Krammer,P. and Oren,M. 

TITLE Novel receptor dna useful for identifying apoptosis -modulating 

substances potentially useful for cancer chemotherapy 
JOURNAL Patent: DE 19847779-C 4 03-FEB-2000; . 
DEUTSCHES KREBSFORSCH (DE) 
FEATURES Location/ Qualifiers 

source 1. .2827 

/organi sm= "Homo sapiens " 
/db_xref = 11 1 axon: 9606" 
BASE COUNT 728 a 676 c 657 g 766 t 

ORIGIN 

1 tgaggactct caggaatatg ctggtaaaat aaaaataacc tttagagatg cccaaactgt 
61 tttccccaga acaccagcat tcattaggtg ttcattcaat agattcttca aaggattcca 
121 aaggcaaaga agtttgggga acagtatata taattaccca accctttgac attagcatac 
181 taagggccct gagaagtttt ggattaagaa agttttcaaa ttaaagtaac ccagaatttt 
241 ctaagattat ttgaccatga aacatatgtc tccccacaaa gcacatattc ctatctcctt 
3 01 gaacttgagg ataattagac gtacgtgggt agagggtagg ggaagggggt atggcataga 
361 aagagcagga ccttgggagc aagaatatct aagtttaatt cctgactctg ctatttatta 
421 actaaccatc tttgccaatg ttgcttaagc ttttttggct acattttttt atttgtaaag 
481 taagtttaat aatcactcat ctcactgggc tataatgata agtattaagt aaggaagatc 
541 cacatatgtg agttgctggc ttataattca cactcaagag atactgattt tgtcaattgt 
601 cctttcccct ttttttctct cttccctcct tccattcctt cttcccttac ctctcctttc 
661 cttccctcac accccttttc cttccttctt tttacatttt tttatttaaa tgaacttttc 
721 attttggaat agttttagga tttcaaaaaa tttgcagaga taatacagag aatgcccata 
781 taccatcctc cttatcccac ttctttttgt gtctattaga tgctcagagt gtgtgcacaa 
841 ggctggcacg cccagggtct tcctcatggc actaacagtc tactgaaagg tggaacagag 
901 acaagcctat caacacctac aagactggtg gtaagtgcag tgacagatgc aaaacacagg 
961 gtgatggaaa gccctcagga gggtaaccta acctagattt gagggcccaa acaggctcca 
1021 gaagaaaatg tcaactgaga ggaagcctga aggatgaaca gtgggctaag caaagggtta 
1081 ttaatgtgtt attaatgggt tgaatctaat tgggaaggga gagaggttgc agagtgaggt 
1141 gcagagcttg gtggacgatg ccaaaggaat actgaaacct ttagtgtgtc cagtctggaa 
1201 ctgcatccaa attcaggttc agtaatgatg tcattatcca aacatacctt ctgtaaaatt 
1261 catgctaaac tacctaagag ctatctaccg ttccaaagca atagtgactt tgaacagtgt 
1321 tcaccagagc acgaaagaat tacaagattt ttttttaaag aaaattggcc aggaaataat 
1381 gagtaacgaa ggacaggaag taattgtgaa tgtttaatat agctggggct atgcgatttg 
1441 gcttaagttg ttagctttgt tttcctcttg agaaataaaa actaaggggc cctccctttt 
1501 cagagcccta tggcgcaaca tctgtacttt ttcatatggt taactgtcca ttccaggaac 
1561 gtctgtgagc ctctcatgtt gcagccacaa catggacagc ccagtcaaat gccccgcaag 
1621 tctttctctg agtgactcca gcaattagcc aaggctcctg tacccaggca ggacctctgc 
1681 gctctgagct ccattctcct tcaagacctc cccaacttcc caggttgaac tacagcagaa 
1741 gcctttagaa agggcaggag gccggctctc gaggtcctca cctgaagtga gcatgccagc 
1801 cactgcagga acgccccggg acaggaatgc ccatttgtgc aacgaaccct gactccttcc 
1861 tcaccctgac ttctccccct ccctacccgc gcgcaggcca agttgctgaa tcaatggagc 
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1921 cctccccaac ccgggcgttc cccagcgagg 
1981 ttttcgtgag ctcgtctctg atctcgcgca 
2041 ctggggagtg agggaagcgg tttacgagtg 
2101 gcacggaaca caccctgagg ccagccctgg 
2161 ggacatgtac agagctcgag aagtactagt 
2221 gggtcgctgg agggggaccc cggttggaga 
2281 aagccaagcc aaaggtccgc tccggcgcgg 
2341 ggggagagag cctgcagcct tcagaacaga 
2401 taggaaataa gtcagcaccg aagcagtggt 
2461 tttctttctc gaaaaagtta tatgggggct 
2521 ttttattgtc acacagaaaa ggaaactgcc 
2581 gactgtaagt cgctgcctga gtggtttcat 
2641 tcttttgccc tttcttagct tgcactccca 
2701 ttggtggtac tcgttcccac cgcacagaac 
2761 gcagcctgtt ttgaaaagtc cctcgctcag 
2821 agacgtg 



cttccttccc atcctcctga ccaccggggc 
agagtgacac acaggtgttc aaagacgctt 
acttggctgg agcctcaggg gcgggcactg 
ctgcccaggc ggagctgcct cttctcccgc 
ggccacgtgg gccgtgcacc ttaagcttta 
gaggagcgga actcctggac aagccctgac 
gtgggtgagt gcgcgccgcc ccgcgggggc 
tattgctcat tttctggcag ttctcagacg 
taagccggag ggctcggaag aacggcacct 
gaatgagctt ctggaggctt gtttaccgtt 
ttgtctccct tccgggaatt ctctctttaa 
tttgttttgt ttttctgccc ttctctttct 
tggtgatttc tgcttggtct cctgctgggg 
ccggcgccta ttattggcca agaaacttga 
aaatgccagc ttgcagatgg ctaatcaaag 
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□ l: AX026091. Sequence 3 from P...[gi:101 87522] 



Links 



LOCUS 

DEFINITION 
ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



AX026091 
Sequence 
AX026091 
AX026091 . 



2380 bp 
3 from Patent DE19847779. 

1 GI:10187522 



DNA 



linear PAT 16-SEP-2000 



Homo sapiens (human) 

Homo "sapiens - - ------- - - - - - - - - ■ - 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 
Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 
REFERENCE 1 

AUTHORS Mueller-Schilling, M. , Krammer,P. and Oren,M. 

TITLE Novel receptor dna useful for identifying apoptosis -modulating 

substances potentially useful for cancer chemotherapy 
JOURNAL Patent: DE 19847779-C 3 03-FEB-2000; 
DEUTSCHES KREBSFORSCH (DE) 
FEATURES Location/Qualifiers 
source 1 . .2 380 

/organism= "Homo sapiens" 
/db_xref ="taxon: 96 06" 
BASE COUNT 579 a 595 c 568 g 638 t 

ORIGIN 

1 agcttttttg gctacatttt tttatttgta aagtaagttt aataatcact catctcactg 
61 ggctataatg ataagtatta agtaaggaag atccacatat gtgagttgct ggcttataat 
121 tcacactcaa gagatactga ttttgtcaat tgtcctttcc cctttttttc tctcttccct 
181 ccttccattc cttcttccct tacctctcct ttccttccct cacacccctt ttccttcctt 
241 ctttttacat ttttttattt aaatgaactt ttcattttgg aatagtttta ggatttcaaa 
301 aaatttgcag agataataca gagaatgccc atataccatc ctccttatcc cacttctttt 
361 tgtgtctatt agatgctcag agtgtgtgca caaggctggc acgcccaggg tcttcctcat 
421 ggcactaaca gtctactgaa aggtggaaca gagacaagcc tatcaacacc tacaagactg 
481 gtggtaagtg cagtgacaga tgcaaaacac agggtgatgg aaagccctca ggagggtaac 
541 ctaacctaga tttgagggcc caaacaggct ccagaagaaa atgtcaactg agaggaagcc 
601 tgaaggatga acagtgggct aagcaaaggg ttattaatgt gttattaatg ggttgaatct 
661 aattgggaag ggagagaggt tgcagagtga ggtgcagagc ttggtggacg atgccaaagg 
721 aatactgaaa cctttagtgt gtccagtctg gaactgcatc caaattcagg ttcagtaatg 
781 atgtcattat ccaaacatac cttctgtaaa attcatgcta aactacctaa gagctatcta 
841 ccgttccaaa gcaatagtga ctttgaacag tgttcaccag agcacgaaag aattacaaga 
901 ttttttttta aagaaaattg gccaggaaat aatgagtaac gaaggacagg aagtaattgt 
961 gaatgtttaa tatagctggg gctatgcgat ttggcttaag ttgttagctt tgttttcctc 
1021 ttgagaaata aaaactaagg ggccctccct tttcagagcc ctatggcgca acatctgtac 
1081 tttttcatat ggttaactgt ccattccagg aacgtctgtg agcctctcat gttgcagcca 
1141 caacatggac agcccagtca aatgccccgc aagtctttct ctgagtgact ccagcaatta 
1201 gccaaggctc ctgtacccag gcaggacctc tgcgctctga gctccattct ccttcaagac 
1261 ctccccaact tcccaggttg aactacagca gaagccttta gaaagggcag gaggccggct 
1321 ctcgaggtcc tcacctgaag tgagcatgcc agccactgca ggaacgcccc gggacaggaa 
1381 tgcccatttg tgcaacgaac cctgactcct tcctcaccct gacttctccc cctccctacc 
1441 cgcgcgcagg ccaagttgct gaatcaatgg agccctcccc aacccgggcg ttccccagcg 
1501 aggcttcctt cccatcctcc tgaccaccgg ggcttttcgt gagctcgtct ctgatctcgc 
1561 gcaagagtga cacacaggtg ttcaaagacg cttctgggga gtgagggaag cggtttacga 
1621 gtgacttggc tggagcctca ggggcgggca ctggcacgga acacaccctg aggccagccc 
1681 tggctgccca ggcggagctg cctcttctcc cgcggacatg tacagagctc gagaagtact 
1741 agtggccacg tgggccgtgc accttaagct ttagggtcgc tggaggggga ccccggttgg 
1801 agagaggagc ggaactcctg gacaagccct gacaagccaa gccaaaggtc cgctccggcg 
1861 cgggtgggtg agtgcgcgcc gccccgcggg ggcggggaga gagcctgcag ccttcagaac 
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1921 agatattgct cattttctgg cagttctcag 

1981 ggttaagccg gagggctcgg aagaacggca 

2041 gctgaatgag cttctggagg cttgtttacc 

2101 gccttgtctc ccttccggga attctctctt 

2161 cattttgttt tgtttttctg cccttctctt 

2221 ccatggtgat ttctgcttgg tctcctgctg 

2281 aacccggcgc ctattattgg ccaagaaact 

2341 cagaaatgcc agcttgcaga tggctaatca 



acgtaggaaa taagtcagca ccgaagcagt 
ccttttcttt ctcgaaaaag ttatatgggg 
gttttttatt gtcacacaga aaaggaaact 
taagactgta agtcgctgcc tgagtggttt 
tcttcttttg ccctttctta gcttgcactc 
gggttggtgg tactcgttcc caccgcacag 
tgagcagcct gttttgaaaa gtccctcgct 
aagagacgtg 
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AX026091 
Sequence 
AX026091 
AX026091 , 



2 3 80 bp 
3 from Patent DE19847779. 

1 GI-.10187522 



DNA 



linear PAT 16-SEP-2000 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



Homo sapiens (human) 

Homo sap iens " " ~ " - - - - - - - - - - - - - - - 

Eukary oTaT^etazoa; Chordata; Craniata; Vertebrata; Euteleostomi , 
Mammalia; Eutheria; Primates; Catarrhini; Homimdae; Homo. 
1 

Mueller-Schilling, M. , Krammer,P. and Oren,M. _ t 

Novel receptor dna useful for identifying apoptosis -modulating 
substances potentially useful for cancer chemotherapy 
Patent: DE 19847779-C 3 03-FEB-2000; 
DEUTSCHES KREBSFORSCH (DE) 

Location/Qualifiers 
1. .2380 

/organism= n Homo sapiens" 
/db_xref ="taxon: 9606" 
BASE COUNT 579 a 595 c 568 g 638 t 

° RIGIN 1 agcttttttg gctacatttt tttatttgta aagtaagttt aataatcact catctcactg 
61 ggctataatg ataagtatta agtaaggaag atccacatat gtgagttgct ggcttataat 
121 tcacactcaa gagatactga ttttgtcaat tgtcctttcc cctttttttc tctcttccct 
181 ccttccattc cttcttccct tacctctcct ttccttccct cacacccctt ttccttcctt 
241 ctttttacat ttttttattt aaatgaactt ttcattttgg aatagtttta ggatttcaaa 
301 aaatttgcag agataataca gagaatgccc atataccatc ctccttatcc cacttctttt 
361 tgtgtctatt agatgctcag agtgtgtgca caaggctggc acgcccaggg tcttcctcat 
421 ggcactaaca gtctactgaa aggtggaaca gagacaagcc tatcaacacc tacaagactg 
481 gtggtaagtg cagtgacaga tgcaaaacac agggtgatgg aaagccctca ggagggtaac 
541 ctaacctaga tttgagggcc caaacaggct ccagaagaaa atgtcaactg agaggaagcc 
601 tgaaggatga acagtgggct aagcaaaggg ttattaatgt gttattaatg ggttgaatct 
661 aattgggaag ggagagaggt tgcagagtga ggtgcagagc ttggtggacg atgccaaagg 
721 aatactgaaa cctttagtgt gtccagtctg gaactgcatc caaattcagg ttcagtaatg 
781 atgtcattat ccaaacatac cttctgtaaa attcatgcta aactacctaa gagctatcta 
841 ccgttccaaa gcaatagtga ctttgaacag tgttcaccag agcacgaaag aattacaaga 
901 ttttttttta aagaaaattg gccaggaaat aatgagtaac gaaggacagg aagtaattgt 
961 gaatgtttaa tatagctggg gctatgcgat ttggcttaag ttgttagctt tgttttcctc 
1021 ttgagaaata aaaactaagg ggccctccct tttcagagcc ctatggcgca acatctgtac 
1081 tttttcatat ggttaactgt ccattccagg aacgtctgtg agcctctcat gttgcagcca 
1141 caacatggac agcccagtca aatgccccgc aagtctttct ctgagtgact ccagcaatta 
1201 gccaaggctc ctgtacccag gcaggacctc tgcgctctga gctccattct ccttcaagac 
1261 ctccccaact tcccaggttg aactacagca gaagccttta gaaagggcag gaggccggct 
1321 ctcgaggtcc tcacctgaag tgagcatgcc agccactgca ggaacgcccc gggacaggaa 
1381 tgcccatttg tgcaacgaac cctgactcct tcctcaccct gacttctccc cctccctacc 
1441 cgcgcgcagg ccaagttgct gaatcaatgg agccctcccc aacccgggcg ttccccagcg 
1501 aggcttcctt cccatcctcc tgaccaccgg ggcttttcgt gagctcgtct ctgatctcgc 
1561 gcaagagtga cacacaggtg ttcaaagacg cttctgggga gtgagggaag cggtttacga 
1621 gtgacttggc tggagcctca ggggcgggca ctggcacgga acacaccctg aggccagccc 
1681 tggctgccca ggcggagctg cctcttctcc cgcggacatg tacagagctc gagaagtact 
1741 agtggccacg tgggccgtgc accttaagct ttagggtcgc tggaggggga ccccggttgg 
1801 agagaggagc ggaactcctg gacaagccct gacaagccaa gccaaaggtc cgctccggcg 
1861 cgggtgggtg agtgcgcgcc gccccgcggg ggcggggaga gagcctgcag ccttcagaac 
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1921 agatattgct cattttctgg cagttctcag 

1981 ggttaagccg gagggctcgg aagaacggca 

2041 gctgaatgag cttctggagg cttgtttacc 

2101 gccttgtctc ccttccggga attctctctt 

2161 cattttgttt tgtttttctg cccttctctt 

2221 ccatggtgat ttctgcttgg tctcctgctg 

2281 aacccggcgc ctattattgg ccaagaaact 

2341 cagaaatgcc agcttgcaga tggctaatca 



acgtaggaaa taagtcagca ccgaagcagt 
ccttttcttt ctcgaaaaag ttatatgggg 
gttttttatt gtcacacaga aaaggaaact 
taagactgta agtcgctgcc tgagtggttt 
tcttcttttg ccctttctta gcttgcactc 
gggttggtgg tactcgttcc caccgcacag 
tgagcagcct gttttgaaaa gtccctcgct 
aagagacgtg 
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AX026089 
Sequence 
AX026089 
AX026089, 



3212 bp 
1 from Patent DE19847779. 

1 GI:10187520 



DNA 



linear PAT 16-SEP-2000 



Homo sapiens 
Homo" sapiens 



(human) 



Craniata; Vertebrata; Euteleostomi ; 
Catarrhini; Hominidae; Homo. 



REFERENCE 
AUTHORS 
TITLE 

JOURNAL 

FEATURES 

source 



Eukaryota; Metazoa; Chordata; 
Mammalia; Eutheria; Primates; 
1 

Mueller-Schilling, M. , Krammer,P. andOren,M. 

Novel receptor dna useful for identifying apoptosis -modulating 
substances potentially useful for cancer chemotherapy 
Patent: DE 19847779-C 1 03-FEB-2000; . 
DEUTSCHES KREBSFORSCH (DE) 

Location/Qualifiers 
1. .3212 

/organism="Homo sapiens" 
/db_xref ="taxon: 9606" 
BASE COUNT 778 a 784 C 809 g 841 t 

ORIGIN ^ ^ 

1 tgaggactct caggaatatg ctggtaaaat aaaaataacc tttagagatg cccaaactgt 
61 tttccccaga acaccagcat tcattaggtg ttcattcaat agattcttca aaggattcca 
121 aaggcaaaga agtttgggga acagtatata taattaccca accctttgac attagcatac 
181 taagggccct gagaagtttt ggattaagaa agttttcaaa ttaaagtaac ccagaatttt 
241 ctaagattat ttgaccatga aacatatgtc tccccacaaa gcacatattc ctatctcctt 
3 01 gaacttgagg ataattagac gtacgtgggt agagggtagg ggaagggggt atggcataga 
361 aagagcagga ccttgggagc aagaatatct aagtttaatt cctgactctg ctatttatta 
421 actaaccatc tttgccaatg ttgcttaagc ttttttggct acattttttt atttgtaaag 
481 taagtttaat aatcactcat ctcactgggc tataatgata agtattaagt aaggaagatc 
541 cacatatgtg agttgctggc ttataattca cactcaagag atactgattt tgtcaattgt 
601 cctttcccct ttttttctct cttccctcct tccattcctt cttcccttac ctctcctttc 
661 cttccctcac accccttttc cttccttctt tttacatttt tttatttaaa tgaacttttc 
721 attttggaat agttttagga tttcaaaaaa tttgcagaga taatacagag aatgcccata 
781 taccatcctc cttatcccac ttctttttgt gtctattaga tgctcagagt gtgtgcacaa 
841 ggctggcacg cccagggtct tcctcatggc actaacagtc tactgaaagg tggaacagag 
901 acaagcctat caacacctac aagactggtg gtaagtgcag tgacagatgc aaaacacagg 
961 gtgatggaaa gccctcagga gggtaaccta acctagattt gagggcccaa caggctccag 
1021 aagaaaatgt caactgagag gaagcctgaa ggatgaacag tgggctaagc aaagggttat 
1081 taatgtgtta ttaatgggtt gaatctaatt gggaagggag agaggttgca gagtgaggtg 
1141 cagagcttgg tggacgatgc caaaggaata ctgaaacctt tagtgtgtcc agtctggaac 
1201 tgcatccaaa ttcaggttca gtaatgatgt cattatccaa acataccttc tgtaaaattc 
1261 atgctaaact acctaagagc tatctaccgt tccaaagcaa tagtgacttt gaacagtgtt 
1321 caccagagca cgaaagaatt acaagatttt tttttaaaga aaattggcca ggaaataatg 
1381 agtaacgaag gacaggaagt aattgtgaat gtttaatata gctggggcta tgcgatttgg 
1441 cttaagttgt tagctttgtt ttcctcttga gaaataaaaa ctaaggggcc ctcccttttc 
1501 agagccttat ggcgcaacat ctgtactttt tcatatggtt aactgtccat tccagaaacg 
1561 tctgtgagcc tctcatgttg cagccacaac atggacagcc cagtcaaatg ccccgcaagt 
1621 ctttctctga gtgactccag caattagcca aggctcctgt acccaggcag gacctctgcg 
1681 ctctgagctc cattctcctt caagacctcc ccaacttccc aggttgaact acagcagaag 
1741 cctttagaaa gggcaggagg ccggctctcg aggtcctcac ctgaagtgag catgccagcc 
1801 actgcaggaa cgccccggga caggaatgcc catttgtgca acgaaccctg actccttcct 
1861 caccctgact tctccccctc cctacccgcg cgcaggccaa gttgctgaat caatggagcc 
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1921 ctccccaacc cgggcgttcc ccagcgaggc 
1981 tttcgtgagc tcgtctctga tctcgcgcaa 
2 041 tggggagtga gggaagcggt ttacgagtga 
2101 cacggaacac accctgaggc cagccctggc 
2161 ggttggtgga cccgctcagt acggagttgg 
2221 acaaccatgc tgggcatctg gaccctccta 
2281 aggcttaccc cgtcttagtc ccggggatag 
2341 ggattgcggc ggcagcggcg cacgcgggca 
2401 ttggagactg gctcccgggg gctgttagga 
2461 tggaggactt gcttttcttg ggccttgatg 
2521 cagctccggc gctcctcgga gaccactgcg 
2581 caggaattga agcggaagtc tgggaagctt 
2641 gagaggagcg gaactcctgg acaagccctg 
2701 gggtgggtga gtgcgcgccg ccccgcgggg 
2761 catattgctc attttctggc agttctcaga 
2821 gttaagccgg agggctcgga agaacggcac 
2881 ctgaatgagc ttctggaggc ttgtttaccg 
2941 ccttgtctcc cttccgggaa ttctctcttt 

- -3-001 -attttgtttt gtttttctgc - ccttctcttt 

3061 catggtgatt tctgcttggt ctcctgctgg 
3121 acccggcgcc tattattggc caagaaactt 
3181 agaaatgcca gcttgcagat ggctaatcaa 



ttccttccca tcctcctgac caccggggct 
gagtgacaca caggtgttca aagacgcttc 
cttggctgga gcctcagggg cgggcactgg 
tgcccaggcg gagctgcctc ttctcccgcg 
ggaagctctt tcacttcgga ggattgctca 
cctctggtga tccctctcct gcccgggtgg 
gcaaagtggg gcgggcgcgg gacgcgtgcg 
cctgggagcg gcgggctgct gcgggaggcg 
ccttccctca ggcccgggtg ctcagaacga 
cgaagtgctg atcccgctgg gcaggcgggg 
ctccacgttg aggtgggcgt ggggggcgga 
tagggtcgct ggagggggac cccggttgga 
acaagccaag ccaaaggtcc gctccggcgc 
gcggggagag agcctacagc cttcagaaca 
cgtaggaaat aagtcagcac cgaagcagtg 
cttttctttc tcgaaaaagt tatatggggg 
ttttttattg tcacacagaa aaggaaactg 
aagactgtaa gtcgctgcct gagtggtttc 
-c tt c t tt t g.c c c.t tt c 1 1 ag c 1 1 gc a c tec _ 
ggttggtggt actcgttccc accgcacaga 
gagcagectg ttttgaaaag tccctcgctc 
ag 
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AL157394 187313 bp DNA linear PRI 22-AUG-2001 

Human DNA sequence from clone RP11-3 99019 on chromosome 10, 
complete sequence . 
AL157394 

AL1573 94 .15 GI : 153 8462 2 
HTG. 

Homo" sapiens (human)" 
Hom o sapiens 

Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi ; 

Mammalia; Eutheria; Primates; Catarrhini; Hominidae; Homo. 

1 (bases 1 to 187313) 

Blakey, S . 

Direct Submission 

Submitted (22 -AUG-2001) Sanger Centre, Hinxton, Cambridgeshire, 
CB10 ISA, UK. E-mail enquiries: humquery@sanger.ac.uk Clone 
requests : clonerequest@sanger.ac.uk 

On Aug 31, 2001 this sequence version replaced gi : 141611 46 . 
During sequence assembly data is compared from overlapping clones. 
Where differences are found these are annotated as variations 
together with a note of the overlapping clone name. Note that the 
variation annotation may not be found in the sequence submission _ 
corresponding to the overlapping clone, as we submit sequences with 
only a small overlap as described above. 

This sequence was finished as follows unless otherwise noted: all 
regions were either double -stranded or sequenced with an alternate 
chemistry or covered by high quality data (i.e., phred quality >= 
30); an attempt was made to resolve all sequencing problems, such 
as compressions and repeats; all regions were covered by at least 
one plasmid subclone or more than one M13 subclone; and the 
assembly was confirmed by restriction digest. The following 
abbreviations are used to associate primary accession numbers given 
in the feature table with their source databases: Em:, EMBL; Sw: , 
SWISSPROT; Tr : , TREMBL ; Wp : , WORMPEP ; Information on the WORMPEP 
database can be found at 

http://www . sanger . ac . uk/Proij^^/C e 1 ega n s / w orm pep This sequence 
was generated from part o f ~" b a c t e r i a 1 clone contigs of human 
chromosome 10, constructed by the Sanger Centre Chromosome 10 
Mapping Group. Further information can be found at 
http : //www . sanger . ac . uk/HGP/ChrlO 

RP11-399019 is from the library RPCI-11.2 constructed by the group 
of Pieter de Jong. For further details see 
http: //www. chori . org/bacpac/home .htm 
VECTOR: pBACe3 . 6 

This sequence is the entire insert of clone RP11-399019 The true 
left end of clone RP11-496H23 is at 166408 in this sequence. The 
true right end of clone RP11-304I5 is at 18704 in this sequence. 
Location/Qualifiers 
1. .187313 

/organism="Homo sapiens" 
/ db_xr e f — " t axon : 96 06 
/chromosome="10 " 
/clone= n RPH-3 99019" 
/clone lib="RPCI-11.2" 
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LI ANSWER 1 OF 14 REGISTRY COPYRIGHT 2003 ACS 
RN 491908-38-4 REGISTRY 

CN DNA (human gene TNFRSF6) (9CI) (CA INDEX NAME) 
OTHER NAMES: 

CN 310: PN: WO03008583 TABLE: 54 claimed DNA / 
FS NUCLEIC ACID SEQUENCE *~l 
MF Unspecified 
CI MAN 
SR CA 

LC STN Files: CA, CAPLUS , TOXCENTER 
*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE ' SQD 1 OR ' SQIDE ' FORMATS TO DISPLAY SEQUENCE *** 
1 REFERENCES IN FILE CA (1962 TO DATE) 
1 REFERENCES IN FILE CAPLUS (1962 TO DATE) 

LI ANSWER 2 OF 14 REGISTRY COPYRIGHT 2 0 03 ACS 
RN 417853-37-3 REGISTRY 

CN GenBank BQ072834 (9CI) (CA IND~EX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE 'SQD' OR 'SQIDE' FORMATS TO DISPLAY SEQUENCE *** 

LI ANSWER 3 OF 14 REGISTRY COPYRIGHT 2003 ACS 

RN 385967-58-8 REGISTRY 

CN GenBank AX026112 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 

** RELATED SEQUENCES AVAILABLE WITH SEQLINK** 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE 'SQD' OR 'SQIDE' FORMATS TO DISPLAY SEQUENCE *** 

LI ANSWER 4 OF 14 REGISTRY COPYRIGHT 2003 ACS 
RN 385967-57-7 REGISTRY 

CN GenBank AX026098 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 

* * RELATED SEQUENCES AVAILABLE WITH SEQLINK** 
*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE 'SQD' OR 'SQIDE' FORMATS TO DISPLAY SEQUENCE *** 

LI ANSWER 5 OF 14 REGISTRY COPYRIGHT 2 003 ACS 

RN 385967-56-6 REGISTRY 

CN GenBank AX026093 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 



** RELATED SEQUENCES AVAILABLE WITH SEQLINK** 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE ' SQD ' OR ' SQIDE ' FORMATS TO DISPLAY SEQUENCE 

LI ANSWER 6 OF 14 REGISTRY COPYRIGHT 2 003 ACS 

RN 385335-74-0 REGISTRY. 

CN GenBank AX02612 0 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 

* ^RELATED SEQUENCES AVAILABLE WITH SEQLINK** 

*** STRUCTURE DIAGRAM IS NOT_AVAILABLE *** 

***' USE 'SQD 7 "OR 'SQIDE ' FORMATS TO" DISPLAY "SEQUENCE 

LI ANSWER 7 OF 14 REGISTRY COPYRIGHT 2 003 ACS 

RN 385335-73-9 REGISTRY 

CN GenBank AJ011034 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 

** RELATED SEQUENCES AVAILABLE WITH SEQLINK** 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE 'SQD' OR 'SQIDE' FORMATS TO DISPLAY SEQUENCE 

LI ANSWER 8 OF 14 REGISTRY COPYRIGHT 2003 ACS 

RN 290204-41-0 REGISTRY 

CN GenBank AX026092 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE 'SQD' OR 'SQIDE' FORMATS TO DISPLAY SEQUENCE 

LI ANSWER 9 OF 14 REGISTRY COPYRIGHT 2 0 03 ACS 
RN 290204-40-9 REGISTRY 

CN GenBank AX026091 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE 'SQD' OR 'SQIDE' FORMATS TO DISPLAY SEQUENCE 

LI ANSWER 10 OF 14 REGISTRY COPYRIGHT 20 03 ACS 

RN 2 902 04-3 9-6 REGISTRY 

CN GenBank AX02 60 90 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 



SR GenBank 

LC STN Files: GENBANK 



*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE ' SQD 1 OR ' SQIDE ' FORMATS TO DISPLAY SEQUENCE *** 

LI ANSWER 11 OF 14 REGISTRY COPYRIGHT 2003 ACS 

RN 2 90204-38-5 REGISTRY 

CN GenBank AX026089 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE 'SQD' OR 'SQIDE' FORMATS TO DISPLAY SEQUENCE *** 

"171 " ~ "ANSWER' 12 OF 14" REGISTRY - COPYRIGHT - 2 003" ACS" - - 

RN 256612-45-0 REGISTRY 

CN GenBank AL157394 (9CI) (CA INDEX NAME) 

FS NUCLEIC ACID SEQUENCE 

MF Unspecified 

CI MAN 

SR GenBank 

LC STN Files: GENBANK 

*** STRUCTURE DIAGRAM IS NOT AVAILABLE *** 

*** USE 'SQD' OR 'SQIDE* FORMATS TO DISPLAY SEQUENCE *** 

LI ANSWER 13 OF 14 REGISTRY COPYRIGHT 20 0 3 ACS 
RN 256403-03-9 REGISTRY 
CN DNA, d (G-G-A-C-A-A-G-C-C-C-T-G-A-C-A-A-G-C-C-A) , double - stranded 

complementary (9CI) (CA INDEX NAME) 
OTHER CA INDEX NAMES: 

CN DNA, d(T-G-G-C-T-T-G-T-C-A-G-G-G-C-T-T-G-T-C-C) , double - stranded 

complementary (9CI) 
OTHER NAMES: 

CN 2: PN: DE19847779 FIGURE: 4 claimed DNA 
FS NUCLEIC ACID SEQUENCE 
MF Unspecified 
CI MAN 
SR CA 

LC STN Files: CA, CAPLUS 



LI ANSWER 14 OF 14 REGISTRY COPYRIGHT 2003 ACS 
RN 220304-11-0 REGISTRY 

CN DNA (human gene CD95 p53-binding site-containing fragment) (9CI) (CA 

INDEX NAME) 
OTHER NAMES : 

CN 1: PN: DE19847779 FIGURE: 4 claimed DNA 

CN DNA (human Fas gene promoter region tumor antigen p53 -responsive 

element -containing fragment) 
FS NUCLEIC ACID SEQUENCE (yS 
MF Unspecified 

CI MAN *\*\ 

SR CA ) 
LC STN Files: CA, CAPLUS , TOXCENTER 

** RELATED SEQUENCES AVAILABLE WITH SEQLINK* * 



